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D7201S TAER B A% B it (Micrococcal Nuclease, MNase) 320KU
D7201M T EK B A% PR B (Micrococcal Nuclease, MNase) 1600KU
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BI1. 287 K AR 1 A% B i (Miicrococcal Nuclease, MNase) (D7201) 4% BRI . 7E20ul 2 B & A1 (50mM  Tris pH8.0,
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> JEMEE X: One Agarose Gel Unit is defined as the amount of enzyme required to digest 1ug of Lambda DNA in 15 minutes at
37°C, to the extent that the accumulation of low molecular DNA fragments is <400 base pairs as determined by agarose gel
electrophoresis. Another Unit is Kunitz Unit. One Kunitz Unit is defined as the amount of enzyme required to release acid soluble
oligonucleotides that produce an absorbance increase of O.D. 1.0 at 260nm in 30 minutes at 37°C. 1000 Agarose Gel Units is
approximately equal to 100 Kunitz Units.

> BERETEVEWR: 5mM Tris (pH7.4), 50mM NaCl, ImM EDTA, 50% Glycerol. 7= f o [#] 2 4tBSA (100X)FH T-MNase ) #
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» Reaction Buffer (10X): 500mM Tris (pH8.0), 50mM CacCl,.
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D7201S-2 Reaction Buffer (10X) 1.6ml
D7201S-3 BSA (100X) 250ul
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D7201M-1 MNase (2000 gel units/ul) 800l
D7201M-2 Reaction Buffer (10X) 8ml
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1. MNasefJ#BE. Wi MNasedtE 4T 7B, A R 1IE MNase [ 5 52 P K B AR B 28 28 (W B, 2 50 8 i 771X BSATH1X
Reaction Buffer{ N Bl AT # EEFiBe . ilf: HXSul MNase (2000 gel units/pl) I A\ 245l f B b, 780 WATIR S, RIS
50ul 200 gel units/ulf¥JMNase; F5E{5ul MNase (200 gel units/pl) I 245l F B 4, 780 WRTIR 21, BI4350ul 20 gel
units/ulf\IMNase; KT BEAT B BE RS o
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Reagent Volume (20pl system) Volume (50pl system) Final Concentration
Reaction Buffer (10X) 2ul 5ul 1X
MNase* ul 2.5ul 1~2000 gel units
BSA (100X)* 0.2ul 0.5ul 1X
Sample X X -
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Water

27-x) pl (42-x) pl

Total Volume

20pl 50pl
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E2: RSP ASEAR, WESEBSALIIXA) LB I SN 2 b a0 S 2 an e, WG R7E I INBSA.

b. &SI SRR, 37°CHEF15-3070%h, LK [A], BRI AL 78 43 BIAS FUUI T AL R «

c. %M: MAIEE0.5M EDTA pHS.0LLZ 1L N, #n20ul i Rk R A 1ul 0.5M EDTA pH8.0, 50uljz Bifk & A 2.5ul

0.5M EDTA pH8.0.
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D7121-5KU BeyoZonase ™ 8 2 1% PRI (>99%) 5KU
D7121-25KU BeyoZonase ™ it 2 A% BRI (>99%) 25KU

D7121-100KU BeyoZonase ™ 8 A% TR FE (>99%) 100KU
D7121-500KU BeyoZonase ™ 8 A% B B (>99%) 500KU
D7121-2000KU BeyoZonase ™ 8 A% FR B (>99%) 2000KU
D7126-5KU BeyoZonase ™ i A% IR (>99%, with His-tag) 5KU
D7126-25KU BeyoZonase ™t A% IR (>99%, with His-tag) 25KU
D7126-100KU BeyoZonase ™ i ¢ 1% TR (>99%, with His-tag) 100KU
D7126-500KU BeyoZonase ™ 8 2 A% B i (>99%, with His-tag) 500KU
D7126-2000KU BeyoZonase ™ 8 2 A% TR i (>99%, with His-tag) 2000KU
D7201S THCBR B K% B (Micrococcal Nuclease, MNase) 320KU
D7201M TER B 7% R B (Micrococcal Nuclease, MNase) 1600KU
P2083S BeyoChIP™ Enzymatic ChIP Assay Kit (Protein A/GHEZR) 221K
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